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Position ( Each SNP was analyzed with signasel (https://github.com/hubert-pop/signasel), an R programme that allows detecting selection from genomic time-series (see Methods). To define a signature of selection, we required at least one SNP with a p-value < 10 -4 (dotted line) or two close SNP with p-values < 10 -2 (dashed line), corresponding to a FDR of~0.13 [99] . Physical positions (in bp) are relative to the scaffold whose name is reported above the plot. Analyses were performed using the same samples, from three populations (see Table 1 ), as in [14] . Populations: FN = Freycinet ; NP = Narawntapu ; WP = West Pencil Pine
